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Figure S2
Relative expression level of senescence-related genes. qRT-PCR of senescence marker genes was performed in Col-0, erf4, 35S:ERF4-A and 35S:ERF4-R plants from 31-53 days after sowing for RBCS1A, SAG13, SAG12. Five leaves No. 7 were pooled for RNA isolation. Data are means of 2 technical replicates. Relative expression level was calculated and normalized to ACTIN2 based on the method by Pfaffl * [40] .
Figure S3
Isoform specific semi-quantitative RT-PCR. (A) Determination of the exponential range of amplification for ERF4-A, ERF4-R and ACTIN2. The genes were amplified using a pool of cDNAs, which originated from plants of different age. The PCR reaction is visualized on a 1% agarose gel. For optimal conditions for quantification, different amounts of cDNA were used for each isoform (ERF4-A 3 µl, ERF4-R 2 µl, ACT2 1µl). (B) Expression of the different ERF4 isoforms in the 35S:ERF4-R, the 35S:ERF4-A, and the erf4 mutant line compared to Col-0; one representative example of the semi-quantitative RT-PCR is shown, expression analyses were repeated at least three times with similar results. (C) In vitro plant protein stability in bacterial crude extracts was tested by using 25 µg of bacterial crude protein extracts of E. coli BL21 Rosetta expressing recombinant HIS-tagged ERF4-A (24.5 kDa) and ERF4-R (26.6 kDa) proteins, respectively. Proteins were incubated for 0-60 min. In contrast to incubation with crude plant protein extracts ( Figure 2D ), no degradation was observed. Amido black staining of the upper region of the PVDF membranes is presented as loading control (LC).
Figure S4
Isoform specific semi-quantitative RT-PCR of the complementation lines. Representative agarose gel images of the semi-quantitative RT-PCR using RNA isolated from plants of different genotypes: Col-0, cERF4-A, cERF4-R. 36 cycles and 3 µl cDNA were used for ERF4-A/ERF4-IR and 27 cycles and 2 µl cDNA for ERF4-R. Experiments were repeated at least 3 times with similar results.
Figure S5
CATALASE protein amounts and enzyme activity in 5-to 8-week-old Col-0 and erf4 mutant plants. (A) Western Blot of 30 µg of crude protein extracts separated on a 7.5% gel with subsequent immunodetection using polyclonal anti-rye-CAT antibodies, which were kindly provided by J. Feierabend* [58] . (B) Enzyme activity of catalase isoforms visualized in a native zymogram using 5 µg of crude protein separated on a 7.5% native gel, Western Blotting and subsequent staining for catalase activity. Intensities of the CAT3 bands were quantified using ImageJ. 
ERF4-A and ERF4-R protein expression in Arabidopsis protoplasts.
Crude extracts of Arabidopsis protoplasts expressing 3xFLAG-tagged ERF4 isoforms and the empty vector with 3xFLAG were separated on a SDS gel. After Western blotting, proteins were immunodetected with monoclonal anti-FLAG primary antibodies (Sigma-Aldrich) and antimouse secondary antibodies (Sigma-Aldrich). As a loading control (LC), the proteins on the PVDF membrane were stained with amido black after immunodetection. 
